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Abstract: [ Objective ] Investigating the response mechanism of soil microbial communities to changes in
grazing intensity can provide scientific theoretical and technical support for ecological protection and
restoration of desert steppe. [ Methods ] Taking the desert steppe in Inner Mongolia as the research object, we
studied the effects of different grazing intensities (no grazing, light grazing, medium grazing, and high
grazing) on soil physicochemical properties and the composition and diversity of soil microbial communities at
different soil depths (0—20 cm and 20—40 cm) , the interactions between soil physicochemical properties and
soil microbial communities were analyzed. [ Results ] Compared to no grazing, medium grazing significantly
(p<C0.05) reduced the soil total nitrogen (TN) content (by 17.99%) and soil organic carbon (TOC) content
(by 19.23%) at 0—20 cm depth. The maximum value of soil bulk density (SBD) appeared under high grazing
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conditions. The soil physicochemical properties at 2040 c¢cm depth showed no differences (p>>0.05) under
different grazing intensities. In addition, grazing decreased the abundance and diversity of bacterial
communities at 20—40 cm depth, while increased the abundance and diversity of bacteria communities at
20—40 cm depth. Under light and moderate grazing conditions, the abundance and diversity of soil fungal
communities at 0—20 cm depth increased, with no significant effect (p >>0.05) on the abundance and
diversity of soil fungal communities at 20—40 c¢m depth. [ Conclusion] Mantel tests showed that total nitrogen
of desert steppe soil was the primary factor influencing the change of desert steppe soil bacterial abundance
with grazing intensity. The research results contribute to understanding the ecological sensitivity of soil

microbes and offer scientific guidance for achieving sustainable management in desert steppe ecosystems.

Keywords: desert steppe; grazing intensity; soil microorganisms; soil physicochemical properties

Received:2023-10-25 Revised:2023-12-15

T SRR WA D M T AR e T Y B AL R
ENTRERE P o 2 SR 70 KPR b AN L SRR
M A A AR R i AR 3R A T Ok A AL AR K
SRR PN 8] 5C 2, 7 A DL Y 20 fifg A 58 57 006
WehiymocHm e . SAMRY RN, 2R
4 e Rl A= W i v m] R BLHE T O 2 A DI RE L SR Y
YU 30 BE Ty S e ) 4 AR 7 MR E MR RE Y, b
T A 0 22 R A R v AL 52 22 o DR R B i AL 9 1
FRACHE B b AR R I e NS L TR Bk
FEl A Meta 0 #r B3I 52 0 B 19 205 48 0 35 W AR L 0
A YD REREM AR B (p=>0.05)" JFERR M H 3,
BARE pH 7K-F- 5 2 5820 3 2 P 0 5T K P
A BRI 4

U PR R e 5 R R B A A DT AR
I 5 45 7 O R W AR I RIS S5 . TR R
Wi 5t Ml AR A R M 2 e S O AR AR s M
Ay e A AR A . PR ZEAE DU Jin + 357 73 T
T HETR RIS R SR WS B e R AR K
G IS 0 5 A e A LB L R K ) A W B
SO SRR W R R . A A B I
RIZE 3SR o0 2R UF B0 2% L Bl A W) 22 A P R R R A
% BT A o M Bl A Wy %k 38 5% o0 B 52 0 TT L 22
111 B B BIE T e B T R B S G W AR L A
PSRRI ] B ERIR)E L. FAT . O T OO £
SERUEYIRETS S50 5 Z R R B R AR PR
JZ L8 R R LR DR E . I, A A
7 R L e 1 5 i SR AR A ) 2 A P TR 5 45 4 i
AR R 18 W I AT B T S R A P R B D A 2
ARG

Hh [ e J AR 2 o R R 40.9 0, RAEE
B ASRGIRE )T R R B (R AS 1 1 7
I SCRF o o [ P58 R D S O R R A Y R AR M A
SRR R T R ST RIS RGN A

Accepted:2023-12-27

Online(www.cnki.net) : 2024-04-26

P43 o A3 A 1 52 1 1o B SR 2R 22 300 s D L S 8 IXC 1L b S
JURE IR Horb, P SR B L bR S U Y T AR
R L2 11.2 7 k', J2& BRI R 5 ) R TE I Sie 85 X ik
W —B T s M A S RS SR 2 ERAR IR |
R AR e A R N B TR R BN 52
T IE T I 2 7 A R AR AR R g
F L HOBOR—R NS TP B R Y 322 0y 5K T e IR R
JE R M R 2 AR A ik, Y A
GEH B A B AR B RT RE AT Bl A R B R Y
ABRGENREE SRR LR, WL A BTAFH
TR 5 B X i A 2SR GE Y RS e B B X,

PRIt B X 3k — BR L 76 PN 58 iy B L e i 1
Jir S ST AN ) T3 A ) DA 0 N DX T A
Xof i VR SRS ] R )2 R A W L S A R R
VD Z AR JHE T 4 AR AL RRAIE S - S i A Wy v+
B A S5 S5 BLEE A 5T . DAV A 0O B X+ S B
AW SRR PE RV AL RN A 5 B Ak M R A R L A
JRAE AR A 5 AT R SR F AR BERL 2= AR AR S
WCAE PN 52 i e R D X R AN [ R B R 020,
20—40 cm 12 TR YRR FRAE e 1 58 B AL P
J S A B T A B OO S TR R B - i W B R
R 22 R T 1 T A O VB D L ST A ) 2 R
PRI 75 2 A A i E IR B R,
1 #R5HE®
1.1 HRREER

WESE DAL T P 5 A IR DR Sk T 36 R R W] &
A A BB H R (41°21'NL111°12'E, Bl D g T
R B R M P22 . RS Xy R 2 T R
RBEMEZE WA, 24 AR 2.5 °CL 2 4R B F%
KEE 281 mm, ZAEV KN 2 305 mm, K
AP T 7—9 A ZH P HE 4.5 m/s, 4R 63
KU 20~25 K, HHEN MBI, 4 G+ )7

http: // stbexb.alljournal.com.cn



308 K PR 2E R

5 38 4

JERELI N 40 cm, T RN EZ . ARG K 52 Ml
L JFARRAE , 2B RN N 5 [CEE 3P (Stipa krylovii) .
F 8 (Leymus chinensis) ., K& & T 5 (Cleistogenes
squarrosa) Pl IR Z& M A€ (Heteropap pus altaicus)
4R K AL (Convolvulus ammannii) ,

0 50 100km
[ ]

E1 #RXHENE

Fig. 1  Geographic location map of the study area
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